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ABSTRACT Recently, a sustained human-to-human outbreak of monkeypox virus (MPXV),
a member of the Orthopoxvirus genus, which includes the etiologic agent of smallpox, has
been documented in multiple nonendemic countries, including the United States. Prior to
June 2022, testing in the United States was limited to public health labs and the Centers
for Disease Control and Prevention. Following recognition of the scope of the outbreak,
testing for MPXV has expanded into clinical laboratories. Here, we examine epidemiologi-
cal characteristics, specimen collection practices, and cycle threshold (Ct) values for 10,019
MPXV PCR tests performed at two reference laboratories. Results from both laboratories
support public health data showing a high positivity rate in men (>30%) and those ages
30 to 49 (25 to 35%). The overall positivity rate decreased during the study period but
remains elevated (~20%). There was a significant difference in Ct values between lab-
oratories (ARUP 23.9 versus UW 25.4) and collection method (22.8 for dry swab versus
24.4 for VTM), likely reflecting slight differences in specimen processing. When multiple
specimens were collected for a single individual, the overall result concordance rate
was greater than 95%, with less than 1.5% of individuals receiving three or more tests
having a single positive result. Compared to the overall positive cohort, individuals with
three or more swabs collected and a single positive result had significantly higher Ct values
(22.9 versus 35.0). Intriguingly, individuals aged 50 to 59 years old had a significantly differ-
ent viral load distribution than those found in younger age groups, potentially associated
with prior vaccinia virus vaccination. These results provide an early snapshot of testing in
the United States during the monkeypox virus outbreak and support restricting the number
of swabs collected per individual.
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onkeypox virus (MPXV) is a member of the Orthopoxvirus genus that has caused a

recent public health emergency of international concern, infecting more than 55,000
persons around in the world and more 21,000 persons in the United States in 2022 as of
September 10, 2022. Orthopoxviruses have not spread widely in humans within the United
States for approximately 80 years and vaccinia virus vaccination stopped being routine in
the United States 50 years ago, leading to substantial gaps in immunity, clinician familiarity
with orthopoxvirus infections, and diagnostic testing (1). MPXV PCR diagnostic testing on
dry lesion swabs in the United States was initially performed using an FDA-authorized ortho-
poxvirus test run by the Laboratory Response Network (LRN) with confirmatory reflex MPXV-
specific testing performed by the Centers for Disease Control and Prevention (CDC) (2, 3). In
June/July 2022, testing expanded to clinical microbiology laboratories where FDA-authorized
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MPXV Clinical Testing at UW and ARUP

and laboratory developed tests (LDTs) are currently available. These LDTs expanded the range
of testable specimen types from the initial offering of the FDA-authorized method (dry swabs)
to include viral transport media as well as other alternative specimen types. Molecular targets
also vary between LDTs and include conserved Orthopoxvirus genus-level targets, probes spe-
cific for the West African clade of MPXV, or a multiplexed approach (3, 4). On September 7,
2022, the Secretary of Health and Human Services authorized the emergency use of in vitro
diagnostics for the detection and/or diagnosis of MPXV infection (5).

As evidenced by the SARS-CoV-2 pandemic, clinical and reference laboratories play
a critical role in the response to newly emergent viral diseases in the United States (6).
Testing capacities in reference laboratories are often substantially higher than that of the
public health system and may provide integrated ordering and reporting of results that
can substantially augment detection of viral outbreaks. While qualitative monkeypox virus
test results are reported to state health departments and the CDC, aspects of test perform-
ance and utility such as cycle threshold (Ct) values or concordance across multiple speci-
mens from the same individual are not readily reported by public health authorities. These
data may contain essential information allowing clinical laboratorians to identify emerging
viral mutations and steward appropriate testing practices (7, 8). How testing is transitioned
from public health laboratories to clinical laboratories at the start of an outbreak remains
of considerable interest for American public health and pandemic preparedness. To date,
the only published report of MPXV PCR testing data in the United States only described
the weekly volumes, positivity rate, and turnaround times from tens of Laboratory Response
Network Labs (2). Here, we examined MPXV PCR testing data from more than 10,000 speci-
mens associated with early testing in July and August 2022 from two references laboratories
in the western United States. ARUP Laboratories (ARUP) in Salt Lake City, UT, performed
8,625 MPXV PCR tests on 6,014 individuals, and the University of Washington Virology Lab
(UW) in Seattle, WA, performed 1,394 tests on 1,218 individuals, for a total of 10,019 results
from 7,232 individuals in our data set.

MATERIALS AND METHODS

MPXV PCR testing at UW. Skin swabs were collected in 3-mL viral transport media (VTM). UW performs
specimen inactivation and lysis in a biosafety cabinet by adding 100 L buffer AL (Qiagen) to 100 L of swab
VTM. This combined mixture is used as input to the DNA and Viral NA Small Volume Kit 2.0 (Roche) on the
MP96 system for nucleic acid extraction with 100 uL eluate. Each 25 uL PCR consisted of the equivalent of
2.71 pL water, 11.95 L QuantiTect master mix, 0.1 uL each of 100 uM forward and reverse primers targeting
the MPXV F3L gene (9), 0.05 uL of 100 uM probe, 0.063 uL of an EXO external control primer/probe mix,
0.025 plL of UNG enzymes, and 10 uL of extracted DNA per reaction. Each reaction was run on ABI 7500 using
2 min 50°C; 15 min 95°C; 45 cycles of 1 min 94°C and 1 min 60°C and positives were called at Ct < 40.

MPXV PCR testing at ARUP. Skin swabs were collected in-3 mL VTM. Presumptive detection of mon-
keypox virus from clinical samples was performed by a laboratory-developed real-time PCR assay using primer
and probes designed by ELITech (Bothell, WA, USA) targeting a conserved region within the polymerase gene
common among the Orthopoxvirus family. Samples received on dry swabs were submerged in 500 uL of PBS,
vortexed for 15 s, then allowed to sit at room temperature for 1 h before proceeding to extraction. For speci-
mens in VTM and dry swabs following resuspension, 200 uL of sample was eluted into 80 uL on the
Chemagic MSMI (PerkinElmer, Waltham, MA, USA) instrument. Following reaction set-up, amplification was per-
formed on the QuantStudio 12K Flex (Thermo Fisher Scientific, Waltham, MA, USA) to determine the cycle
threshold (Ct). During the study, the assay was moved to the cobas 6800 (Roche Diagnostics, Indianapolis, IN)
platform which includes nucleic acid extraction and amplification. The same primer/probe sequences were
used on this platform as the QuantStudio. A method comparison between the two assays demonstrated com-
parable performance. If Ct was <36 the specimen was reported as positive, if 36 to 40 repeated (including
repeat extraction and amplification), and if >40 reported as negative. If amplification was detected (<40) on
repeat it was called positive, and if the sample did not amplify (>40) it was called “inconclusive.” Inconclusive
results comprised a small minority of samples (n = 15, 0.17% of tests) and were excluded from this analysis.

Ethics, data analysis, and statistics. An IRB exemption was granted by the University of Utah IRB
under ID#: 00158025. The study was approved by the University of Washington Institutional Review board
under STUDY00010205. Deidentified data were analyzed in R v4.0.3. Test results from specimen types other
than mucocutaneous lesion swabs were removed by filtering on terms, including “serum,” “cerebrospinal,”
“breastmilk,” and “blood.” Inhibited, invalid, and inconclusive results, comprising 0.18% of results, were
excluded from analysis. When considering replicate samples submitted for the same individuals, samples
collected on different days were not considered part of the same collection event and those individuals
were excluded from replicate analysis.
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FIG 1 Descriptive epidemiology of individuals tested for MPXV by qPCR at two institutions. (A) Age distribution of individuals tested at ARUP and UW as a
percentage of all individuals. (B) Percent of individuals tested, by sex, at ARUP and UW. M = male, F = female, U = unknown/other. (C) Seven-day rolling
average of positive MPXV gPCR test results. (D) Percent of tests positive for MPXV by age. (E) Percent of tests positive for MPXV by sex.

RESULTS

Descriptive epidemiology of MPXV PCR testing at ARUP and UW. We first exam-
ined the age and sex distributions of individuals tested at each reference lab. When the age
distribution of individuals tested at UW was compared to the age distribution in Seattle
from the 2020 United States census data (10), it was not significantly different (P = 0.139, chi
squared). Median age of all tested individuals was 33 at both institutions, with an age range
of 0 to 92 (UW) or 0 to 99 (ARUP). ARUP had a larger proportion of pediatric (age < 18 years
old) individuals tested for MPXV than UW did (Fig. 1A). At UW, the median age of males
tested was 34 (range 0 to 84) and females was 32 (range 0 to 92). At ARUP, the median age
of males tested was 33 (range 0 to 94) and females was 31 (range 0 to 99).
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At both UW and ARUP, males comprised about 65% of individuals tested for MPXV
(Fig. 1B). Females accounted for a larger share of individuals tested for MPXV at ARUP than
at UW (33.9% versus 28.2%, respectively), while UW had more individuals whose sex was
unknown (6.4% versus 1.1%). When individuals with unknown sex were excluded, the distri-
bution was significantly different between the institutions (P = 0.007, chi squared).

Both ARUP and UW started offering MPXV testing in July of 2022, after which the test
positivity rate has decreased (Fig. 1C). Driven in part by much higher positivity shortly after the
initiation of testing, the cumulative percent positivity has been higher at UW (25.6% versus
20.6%, dotted lines on Fig. 1C). The highest test positivity rate at UW was seen in the 40 to 49
age group (34.7%), while at ARUP, ages 30 to 39 had the highest rate of positive tests (33.3%)
(Fig. 1D). At both UW and ARUP, males had a much higher test positivity rate than females
(34.1% versus 1.4% at UW, and 30.3% versus 2.1% at ARUP) (Fig. 1E).

Comparable viral loads in positive specimens at ARUP and UW. We also examined
factors correlated with and affecting MPXV cycle threshold (Ct) values. Among all positive tests,
Ct values at ARUP had an average of 23.81 (median 22.5), 1.54 cycles lower than Ct values at
UW (mean 25.40, median 24.0), corresponding to approximately 2.9-fold more concentrated
viral DNA following extraction assuming similar amplification efficiencies (Fig. 2A, P =
2.9 x 107, Welch'’s t test). When Ct values of positive tests were examined by age,
including only age groups (18 to 29, 30 to 39, 40 to 49, 50 to 59) with more than 30 results,
the distribution was significantly different by age (P = 0.0408, ANOVA). When the distribution
was visualized in a violin plot (Fig. 2B), the mode of the lower Ct peak remained unchanged
(18 for ARUP, 22 for UW), however, the higher Ct peak, which was most apparent in the ARUP
samples, became far less prominent with patient age. Ct values were the same for males and
females at each institution (both: P > 0.9, Welch's t test) (Fig. 2C). Among ARUP positive sam-
ples, metadata included the type of swab used (dry then submerged in PBS upon arrival at
the lab, or in viral transport media [VTM]). Ct values of dry swabs were 1.65 cycles lower on av-
erage than swabs in VTM (22.79 versus 2444, P = 5.26 x 10~8, Welch's t test), or approximately
3.13 times fold more concentrated following extraction of viral DNA (Fig. 2D). Comparing only
positive VTM swabs, Ct values at ARUP were still significantly less than those at UW (24.44 ver-
sus 2540, P = 0.005, Welch's t test).

High concordance of multiple swabs sent from the same individual. We have observed
wide variation in the number of samples submitted for testing for each individual. While the
majority of individuals had only a single sample submitted for testing, more than 31% of
ARUP patients (n = 1,861) and more than 10% of UW patients (n = 123) had two or more
specimens collected at the same time (Fig. 3A, data were filtered to exclude tests not col-
lected on the same day). To explore the value of testing multiple swabs from the same patient,
we examined test result concordance, defined as all results returning positive or all results
returning negative. Among individuals with two, three, or four replicate samples submitted for
testing, concordance was 96.9% when two swabs were submitted (n = 1,518), 95.1% when
three swabs were submitted (n = 308), and 96.0% when four swabs were submitted (n = 126)
(Fig. 3B). Notably, among individuals that received three or four samples tested, only 1.3% and
2.4% had a single positive test (Fig. 3C).

We speculated that individuals with discordant results may have lower viral burden
and correspondingly higher Ct values. Fig. 4A shows a scatterplot of paired Ct values among
individuals with at least one positive test result, with specimens from individuals with dis-
cordant results highlighted. The lowest Ct is plotted on the x axis and any matched Ct value
is plotted on the y axis, with negative results plotted at Ct > 40. A strong positive relation-
ship was observed (Pearson coefficient = 0.689), indicating that in most cases a low Ct value
in one sample is likely to be repeated in a paired sample. Nevertheless, there exist a consid-
erable number of concordant results with a large difference in Ct value between the two
positive swabs. When only the Ct values from individuals with discordant results are plotted,
a skew toward higher Ct values relative to all positive samples can be seen (Fig. 4B, magenta
versus gray). Among all positive tests, only 18.2% of Ct values are higher than 30, while among
discordant tests, 50.0% of Ct values are higher than 30. This is made clearer in Fig. 4C, which
shows the median Ct for all positive tests (22.9), positive tests from individuals with discordant
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FIG 2 MPXV cycle threshold differences. Median and interquartile range (IQR) are shown in boxplots, with whiskers representing 1.5x IQR. Outliers are shown as
individual points. (A) Ct values of positive tests by institution. ****, P < 0.0001, t test. (B) Violin plot of Ct values of positive tests by age. (C) Ct values of positive
tests by sex. (D) Ct values of positive tests by swab type. ****, P < 0.0001, t test.

results (30.7), and single positive tests from individuals with three or four samples collected
(35.0) (P < 2e7'5, ANOVA).

DISCUSSION

Here, we detail approximately 8 weeks of MPXV PCR testing data from July and August
2022 from two large reference laboratories. Our report substantially adds to the data avail-
able on monkeypox testing in the United States, as the main prior testing report from the
CDC detailed testing of 2,009 specimens over a 6-week period from late May to June 2022
(2). Overall, testing was enriched in the population at greatest risk for monkeypox (males
ages 18 to 40). We found a decline in positivity rate over time as more specimens were
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FIG 3 Examination of the yield and discordant results for individuals with multiple tests taken on the same collection date. (A) Percent of all individuals by
number of replicate tests. Raw numbers are shown above bars. (B) Among replicate tests, percentage of individuals receiving all positive or all negative
(concordant) test results. Percent is shown above bars. (C) For each group of n replicate samples per individuals, the percentage of individuals receiving 0,
1, or more positive tests. Raw numbers are shown above bars (e.g., two individuals had three positives and one negative results out of the 126 total
individuals who had four swabs taken).

submitted, though positivity rates persisted at relatively high levels (~20%). We found a
substantial difference in positivity rates between specimens submitted from males over
that of females, consistent with prior reports of the vast majority of infections occurring
in men who have sex with men (11).

The viral load of positive specimens was comparable between ARUP and UW, with a
trend toward higher viral loads at ARUP. We hypothesize that viral load differences are due
to extraction protocols, as UW extracts half the material of ARUP in order to add lysis buffer
in a biosafety cabinet prior to use of extraction instrumentation. In addition, ARUP uses the
Chemagic nucleic acid extractor which was previously associated with better analytical sensi-
tivities for COVID-19 PCR (12). Unsurprisingly, dry swabs were associated with stronger viral
loads than swabs in VTM because they are resuspended 6-fold less liquid and thus are more
concentrated. Nonetheless, the workflow limitations to dry swab testing restrict the ability
to test these specimens in a high-volume reference laboratory. Overall, although significant,
differences in Ct values between institutions and swab types were very small and do not
affect interpretation of test results.

Interestingly, we also noted small but significant differences in Ct values by age, which
appeared to be driven by changes in Ct distribution in older versus younger individuals: A
bimodal distribution of Ct values, with local maxima at Ct ~18 and ~31 in ARUP samples,
was seen in 18- to 29-year-olds, with the peak at Ct 31 disappearing in 50- to 59-year-olds de-
spite the mode at Ct 18 staying constant. We could not find any factors that confounded this
analysis. Therefore, we speculate that immune factors may play a role in differences in
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distribution. One possibility is that age-related immune function decline leads to poorer
control of MPXV, resulting in an “all or nothing” scenario, where MPXV infection leads to
higher viral loads in older adults, whereas younger adults may sometimes control infec-
tion more effectively, resulting in lower viral loads and correspondingly higher Ct values.
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However, we also saw an effect in 50- to 59-year-olds, younger than is generally consid-
ered to be undergoing immune senescence (13). A second possibility that explains the
distribution is that preexisting immunity due to vaccinia immunization may allow clear-
ance of lower viral load MPXV infections. As routine inoculation continued in the United
States until 1972 to protect against smallpox infection, we expect that most individuals
aged 50 and older included in this study have been vaccinated against vaccinia. Additional
studies have found 9% (11) or 13% (14) of individuals with MPXV infection report prior small-
pox vaccination. However, these findings were not broken down by age, nor do they
account for the effects of pre- and postexposure prophylactic vaccination, which in the
United States began in July 2022. Unfortunately, our limited access to clinical metadata pre-
vents further examination of viral loads as a function of vaccination status, and to our knowl-
edge, no published studies examine this question. Clearly, study of the effect of varicella vac-
cination on MPXV viral load and clearance kinetics is merited.

As CDC recommendations encourage collecting two swabs, we specifically examined
our testing data to understand the utility of submitting multiple lesion swabs for detec-
tion of MPXV. Skin lesions have already shown the highest sensitivity (15) and submitting
multiple specimens in separate tubes increases the labor demands on clinic and labora-
tory staff and may substantially increase costs associated with sending MPXV testing.
While the vast majority of individuals had only one specimen submitted, approximately
one-third of individuals tested at ARUP had multiple specimens submitted, suggesting a
considerable portion of MPXV PCR testing is associated with this use case. Testing results
for multiple specimens were highly concordant: Among individuals with precisely two
samples submitted from a single testing event, 96.7% were concordant, and we found
only 1.5% of individuals with three or more swabs submitted had only one swab test
positive. Discordant positives were also associated with substantially lower viral loads
than the total positive cohort. These discordant results may be explained by one of two
major causes: first, these samples may have contained a low viral load with stochasticity
near the limit of detection affecting sensitivity. Alternatively, discordant samples may be
false positives resulting from cross-contamination by an adjacent high viral load speci-
men. On August 23, 2022 the CDC issued a Lab Advisory warning of false-positive risk
and recommended repeat testing of samples with Cts greater than 34 (16). However, a
specimen which repeated as negative does not rule out stochastic effects for samples
near the limit of detection. Overall, our data suggest current CDC recommendations of
sampling at least two lesions per patient provides sufficient diagnostic performance for
the vast majority of patients, given the importance of not missing MPXV infections (17).
With the availability of VTM testing now, we believe the most practical method for speci-
men collection is to combine swabs into a single tube of VTM when collected from the
same source in order to reduce overall testing costs, though this may subtly impact
potential determination of false positives via discordant results.

Limitations of this work include its descriptive nature, restriction to lesion swabs,
and use of reference laboratory data with sparse clinical metadata. We did not specifically
consider diagnostic yield in nonstandard specimen types as data for these specimens was
very sparse. Furthermore, determining the utility of specific specimen types is best per-
formed in the context of prospective studies, although retrospective, descriptive examina-
tions of clinical testing data can generate hypotheses for how diagnostic testing is being
used in the real world. In particular, positivity rates are highly influenced by choices made
by providers performing testing. For those few individuals who had discordant results
associated with low viral loads, we are unable to draw on additional or orthogonal testing
data or electronic health record data to adjudicate the likelihood of a false positive (18).
Nor were we able to determine if any asymptomatic individuals tested positive, as has
been recently reported (19). The availability of MPXV serology would help adjudicate these
cases; however, currently no authorized commercial MPXV serological assays nor fully
MPXV-specific assays exist. It is likely more work is needed on transitioning accurate MPXV
serology testing from CDC to academic and clinical reference laboratories in a similar man-
ner as the MPXV PCR testing described here.

December 2022 Volume 60 Issue 12

Journal of Clinical Microbiology

10.1128/jcm.01371-22

8

Downloaded from https://journals.asm.org/journal/jcm on 02 January 2023 by 109.162.254.217.


https://journals.asm.org/journal/jcm
https://doi.org/10.1128/jcm.01371-22

MPXV Clinical Testing at UW and ARUP

REFERENCES

1

. Reynolds MG, Carroll DS, Karem KL. 2012. Factors affecting the likelihood

of monkeypox’s emergence and spread in the post-smallpox era. Curr
Opin Virol 2:335-343. https://doi.org/10.1016/j.coviro.2012.02.004.

. Aden TA, Blevins P, York SW, Rager S, Balachandran D, Hutson CL, Lowe D,

Mangal CN, Wolford T, Matheny A, Davidson W, Wilkins K, Cook R, Roulo
RM, White MK, Berman L, Murray J, Laurance J, Francis D, Green NM, Berumen
RA, Gonzalez A, Evans S, Hudziec M, Noel D, Adjei M, Hovan G, Lee P, Tate L,
Gose RB, Voermans R, Crew J, Adam PR, Haydel D, Lukula S, Matluk N, Shah S,
Featherston J, Ware D, Pettit D, McCutchen E, Acheampong E, Buttery E,
Gorzalski A, Perry M, Fowler R, Lee RB, Nickla R, Huard R, Moore A, et al. 2022.
Rapid diagnostic testing for response to the monkeypox outbreak - laboratory
response network, United States, May 17-June 30, 2022. MMWR Morb Mortal
Wkly Rep 71:904-907. https://doi.org/10.15585/mmwr.mm?7128e1.

. Li'Y, Zhao H, Wilkins K, Hughes C, Damon IK. 2010. Real-time PCR assays for the

specific detection of monkeypox virus West African and Congo Basin strain DNA.
J Virol Methods 169:223-227. https://doi.org/10.1016/jjviromet.2010.07.012.

. Li'Y, Olson VA, Laue T, Laker MT, Damon IK. 2006. Detection of monkeypox vi-

rus with real-time PCR assays. J Clin Virol 36:194-203. https://doi.org/10.1016/j
jcv.2006.03.012.

. USFDA. 2022. Monkeypox emergency use authorizations for medical devi-

ces. FDA. https://www.fda.gov/medical-devices/emergency-use-authorizations
-medical-devices/monkeypox-emergency-use-authorizations-medical-devices.
Retrieved 12 September 2022.

. Greninger AL, Jerome KR. 2020. The first quarter of SARS-CoV-2 Testing:

the University of Washington medicine experience. J Clin Microbiol 58.
https://doi.org/10.1128/JCM.01416-20.

. Gniazdowski V, Paul Morris C, Wohl S, Mehoke T, Ramakrishnan S, Thielen

P, Powell H, Smith B, Armstrong DT, Herrera M, Reifsnyder C, Sevdali M, Carroll
KC, Pekosz A, Mostafa HH. 2021. Repeated Coronavirus Disease 2019 molecu-
lar testing: correlation of severe acute respiratory syndrome coronavirus 2 cul-
ture with molecular assays and cycle thresholds. Clin Infect Dis 73:e860-e869.
https://doi.org/10.1093/cid/ciaa1616.

. Ziegler K, Steininger P, Ziegler R, Steinmann J, Korn K, Ensser A. 2020. SARS-

CoV-2 samples may escape detection because of a single point mutation in
the N gene. Euro Surveill Bull Eur Sur Mal Transm Eur Commun Dis Bull 25:
2001650.

. Maksyutov RA, Gavrilova EV, Shchelkunov SN. 2016. Species-specific dif-

ferentiation of variola, monkeypox, and varicella-zoster viruses by multi-
plex real-time PCR assay. J Virol Methods 236:215-220. https://doi.org/10
.1016/j.jviromet.2016.07.024.

. Census profile: Seattle, WA. Census report. http://censusreporter.org/profiles/

16000US5363000-seattle-wa/. Retrieved 16 September 2022.

. Thornhill JP, Barkati S, Walmsley S, Rockstroh J, Antinori A, Harrison LB,

Palich R, Nori A, Reeves |, Habibi MS, Apea V, Boesecke C, Vandekerckhove L,
Yakubovsky M, Sendagorta E, Blanco JL, Florence E, Moschese D, Maltez FM,
Goorhuis A, Pourcher V, Migaud P, Noe S, Pintado C, Maggi F, Hansen A-BE,
Hoffmann C, Lezama JI, Mussini C, Cattelan A, Makofane K, Tan D, Nozza S,
Nemeth J, Klein MB, Orkin CM, SHARE-net Clinical Group. 2022. Monkeypox

December 2022 Volume 60 Issue 12

Journal of Clinical Microbiology

virus infection in humans across 16 countries — April-June 2022. N Engl J
Med 387:679-691. https://doi.org/10.1056/NEJM0a2207323.

. MacKay MJ, Hooker AC, Afshinnekoo E, Salit M, Kelly J, Feldstein JV, Haft

N, Schenkel D, Nambi S, Cai Y, Zhang F, Church G, Dai J, Wang CL, Levy S,
Huber J, Ji HP, Kriegel A, Wyllie AL, Mason CE. 2020. The COVID-19 XPRIZE
and the need for scalable, fast, and widespread testing. Nat Biotechnol
38:1021-1024. https://doi.org/10.1038/s41587-020-0655-4.

. McElhaney JE, Verschoor CP, Andrew MK, Haynes L, Kuchel GA, Pawelec G.

2020. The immune response to influenza in older humans: beyond immune se-
nescence. Immun Ageing 17:10. https://doi.org/10.1186/512979-020-00181-1.

. Hoffmann C, Jessen H, Wyen C, Grunwald S, Noe S, Teichmann J, Krauss A-S,

Kolarikal H, Scholten S, Schuler C, Bickel M, Roll C, Kreckel P, Képpe S, Straub
M, Klausen G, Lenz J, Esser S, Jensen B, Rausch M, Unger S, Pauli R, Harter G,
Mdaller M, Masuhr A, Schéfer G, Seybold U, Schellberg S, Schneider J, Monin
MB, Wolf E, Spinner CD, Boesecke C. 2022. Clinical characteristics of monkeypox
virus infections among men with and without HIV: a large outbreak cohort in
Germany. HIV Med https://doi.org/10.1111/hiv.13378.

. Veintimilla C, Catalan P, Alonso R, de Viedma DG, Pérez-Lago L, Palomo

M, Cobos A, Aldamiz-Echevarria T, Mufioz P. 2022. The relevance of multi-
ple clinical specimens in the diagnosis of monkeypox virus, Spain, June
2022. Euro Surveill Bull Eur Sur Mal Transm Eur Commun Dis Bull 27.

. CDC. 2022. Lab Advisory: Monkeypox virus testing considerations to pre-

vent false positive test results. https://www.cdc.gov/locs/2022/08-23-2022-Lab
-Advisory-Monkeypox_Virus_Testing_Considerations_Prevent_False_Positive
_Test_Results.html. Retrieved 16 September 2022.

. CDC. 2022. Monkeypox in the U.S. CDC. https://www.cdc.gov/poxvirus/

monkeypox/clinicians/prep-collection-specimens.html. Retrieved 12 September
2022.

. Minhaj FS, Petras JK, Brown JA, Mangla AT, Russo K, Willut C, Lee M, Beverley J,

Harold R, Milroy L, Pope B, Gould E, Beeler C, Schneider J, Mostafa HH, Godfred-
Cato S, Click ES, Borah BF, Galang RR, Cash-Goldwasser S, Wong JM, McCormick
DW, Yu PA, Shelus V, Carpenter A, Schatzman S, Lowe D, Townsend MB,
Davidson W, Wynn NT, Satheshkumar PS, O'Connor SM, O'Laughlin K, Rao AK,
McCollum AM, Negrén ME, Hutson CL, Salzer JS, CDC Monkeypox Emergency
Response Team, CDC Monkeypox Emergency Response Team. 2022. Orthopox-
virus testing challenges for persons in populations at low risk or without known
epidemiologic link to Monkeypox - United States, 2022. MMWR Morb Mortal
Wkly Rep 71:1155-1158. https://doi.org/10.15585/mmwr.mm?7136e1.

. De Baetselier |, Van Dijck C, Kenyon C, Coppens J, Michiels J, de Block T, Smet H,

Coppens S, Vanroye F, Bugert JJ, Girl P, Zange S, Liesenborghs L, Brosius |, van
Griensven J, Selhorst P, Florence E, Van den Bossche D, Arién KK, Rezende
AM, Vercauteren K, Van Esbroeck M, Ramadan K, Platteau T, Van Looveren K,
Baeyens J, Van Hoyweghen C, Mangelschots M, Heyndrickx L, Hauner A,
Willems B, Bottieau E, Soentjens P, Berens N, Van Henten S, Bracke S, Vanbaelen
T, Vandenhove L, Verschueren J, Arién KK, Laga M, Vanhamel J, Vuylsteke B, ITM
Monkeypox study group. 2022. Retrospective detection of asymptomatic mon-
keypox virus infections among male sexual health clinic attendees in Belgium.
Nat Med https://doi.org/10.1038/541591-022-02004-w.

10.1128/jcm.01371-22 9

Downloaded from https://journals.asm.org/journal/jcm on 02 January 2023 by 109.162.254.217.


https://doi.org/10.1016/j.coviro.2012.02.004
https://doi.org/10.15585/mmwr.mm7128e1
https://doi.org/10.1016/j.jviromet.2010.07.012
https://doi.org/10.1016/j.jcv.2006.03.012
https://doi.org/10.1016/j.jcv.2006.03.012
https://www.fda.gov/medical-devices/emergency-use-authorizations-medical-devices/monkeypox-emergency-use-authorizations-medical-devices
https://www.fda.gov/medical-devices/emergency-use-authorizations-medical-devices/monkeypox-emergency-use-authorizations-medical-devices
https://doi.org/10.1128/JCM.01416-20
https://doi.org/10.1093/cid/ciaa1616
https://doi.org/10.1016/j.jviromet.2016.07.024
https://doi.org/10.1016/j.jviromet.2016.07.024
http://censusreporter.org/profiles/16000US5363000-seattle-wa/
http://censusreporter.org/profiles/16000US5363000-seattle-wa/
https://doi.org/10.1056/NEJMoa2207323
https://doi.org/10.1038/s41587-020-0655-4
https://doi.org/10.1186/s12979-020-00181-1
https://doi.org/10.1111/hiv.13378
https://www.cdc.gov/locs/2022/08-23-2022-Lab-Advisory-Monkeypox_Virus_Testing_Considerations_Prevent_False_Positive_Test_Results.html
https://www.cdc.gov/locs/2022/08-23-2022-Lab-Advisory-Monkeypox_Virus_Testing_Considerations_Prevent_False_Positive_Test_Results.html
https://www.cdc.gov/locs/2022/08-23-2022-Lab-Advisory-Monkeypox_Virus_Testing_Considerations_Prevent_False_Positive_Test_Results.html
https://www.cdc.gov/poxvirus/monkeypox/clinicians/prep-collection-specimens.html
https://www.cdc.gov/poxvirus/monkeypox/clinicians/prep-collection-specimens.html
https://doi.org/10.15585/mmwr.mm7136e1
https://doi.org/10.1038/s41591-022-02004-w
https://journals.asm.org/journal/jcm
https://doi.org/10.1128/jcm.01371-22

	MATERIALS AND METHODS
	MPXV PCR testing at UW.
	MPXV PCR testing at ARUP.
	Ethics, data analysis, and statistics.

	RESULTS
	Descriptive epidemiology of MPXV PCR testing at ARUP and UW.
	Comparable viral loads in positive specimens at ARUP and UW.
	High concordance of multiple swabs sent from the same individual.

	DISCUSSION
	REFERENCES

